
Elegen psaRNA-AMP Standard Vector

FEATURES

SEQUENCE

3ʼ Flanking Sequence TGATTTTGTTTTTA ATATTTCA A A A

5ʼ Flanking Sequence GACATAGTCTAGTCCGCCA AGCA AG

Origin of Replication pUC19

Resistance Marker AMP

Max Insert Length 8562 bp

Backbone Length 9438 bp

ENFINIA™ Plasmid DNA

Product Information Sheet

TGAT T T TGT T T T TA ATAT T TCA A A A A A A A A A A A A A A A A A A A A A A A A ACG CGTCGAG G G GA AT TA AT TCT TGA AGACGA A AG G G CCAG GTG G CACT T T TCG G G GA A ATGTG CG CG GA ACC

C CTAT T TGT T TAT T T T TCTA A ATACAT TCA A ATATGTATC C G CTCATGAGACA ATA AC C CTGATA A ATG CT TCA ATA ATAT TGA A A A AG GA AGAGTATGAGTAT TCA ACAT T TC C GTGTC G C C

CT TAT TC C CT T T T T TG C G G CAT T T TG C CT TC CTGT T T T TG CTCAC C CAGA A AC G CTG GTGA A AGTA A A AGATG CTGA AGATCAGT TG G GTG CAC GAGTG G GT TACATC GA ACTG GATCTC

A ACAG C G GTA AGATC CT TGAGAGT T T TC G C C C C GA AGA AC GT T T TC CA ATGATGAG CACT T T TA A AGT TCTG CTATGTG G C G C G GTAT TATC C C GTGT TGAC G C C G G G CA AGAG CA ACT

C G GTC G C C G CATACACTAT TCTCAGA ATGACT TG GT TGAGTACTCAC CAGTCACAGA A A AG CATCT TAC G GATG G CATGACAGTA AGAGA AT TATG CAGTG CTG C CATA AC CATGAGTGAT

A ACACTG CG G CCA ACT TACT TCTGACA ACGATCG GAG GACCGA AG GAG CTA ACCG CT T T T T TG CACA ACATG G G G GATCATGTA ACTCG CCT TGATCGT TG G GA ACCG GAG CTGA ATGA

AG CCATACCA A ACGACGAG CGTGACACCACGATG CCTGTAG CA ATG G CA ACA ACGT TG CG CA A ACTAT TA ACTG G CGA ACTACT TACTCTAG CT TCCCG G CA ACA AT TA ATAGACTG GAT

G GAG G C G GATA A AGT TG CAG GAC CACT TCTG C G CTC G G C C CT TC C G G CTG G CTG GT T TAT TG CTGATA A ATCTG GAG C C G GTGAG C GTG G GTCTC G C G GTATCAT TG CAG CACTG G G G

CCAGATG GTA AG CCCTCCCGTATCGTAGT TATCTACACGACG G G GAGTCAG G CA ACTATG GATGA ACGA A ATAGACAGATCG CTGAGATAG GTG CCTCACTGAT TA AG CAT TG GTA ACTGT

CAGAC CA AGT T TACTCATATATACT T TAGAT TGAT T TA A A ACT TCAT T T T TA AT T TA A A AG GATCTAG GTGA AGATC CT T T T TGATA ATCTCATGAC CA A A ATC C CT TA AC GTGAGT T T TC GT

TC CACTGAG C GTCAGAC C C C GTAGA A A AGATCA A AG GATCT TCT TGAGATC CT T T T T T TCTG C G C GTA ATCTG CTG CT TG CA A ACA A A A A A AC CAC C G CTAC CAG C G GTG GT T TGT T TG

C C G GATCA AGAG CTAC CA ACTCT T T T TC C GA AG GTA ACTG G CT TCAG CAGAG C G CAGATAC CA A ATACTGT TCT TCTAGTGTAG C C GTAGT TAG G C CAC CACT TCA AGA ACTCTGTAG CA

C C G C CTACATAC CTC G CTCTGT TA AC C CTGT TAC CAGTG G CTG CTG C CAGTG G C GATA AGTC GTGTCT TAC C G G GT TG GACTCA AGAC GATAGT TAC C G GATA AG G C G CAG C G GTC G G G

CTGA AC G G G G G GT TC GTG CACACAG C C CAG CT TG GAG C GA AC GAC CTACAC C GA ACTGAGATAC CTACAG C GTGAG CTATGAGA A AG C G C CAC G CT TC C C GA AG G GAGA A AG G C G GA

CAG GTATC C G GTA AG C G G CAG G GTC G GA ACAG GAGAG C G CAC GAG G GAG CT TC CAG G G G GA A AC G C CTG GTATCT T TATAGTC CTGTC G G GT T TC G C CAC CTCTGACT TGAG C GTC GA

T T T T TGTGATG CTCGTCAG G G G G G CG GAG CCTATG GA A A A ACG CCAG CA ACG CGAG CTCTA ATACGACTCACTATAGATG G G CG G CG CATGAGAGA AG CCCAGACCA AT TACCTACCCA

A A ATG GAGA A AGT TCAC GT TGACATC GAG GA AGACAG C C CAT TC CTCAGAG CT T TG CAG C G GAG CT TC C C G CAGT T TGAG GTAGA AG C CA AG CAG GTCACTGATA ATGAC CATG CTA AT

G C CAGAG C GT T T TC G CATCTG G CT TCA A A ACTGATC GA A AC G GAG GTG GAC C CATC C GACAC GATC CT TGACAT TG GA AGTG C G C C C G C C C G CAGA ATGTAT TCTA AG CACA AGTATCA

T TGTATCTGTC C GATGAGATGTG C G GA AGATC C G GACAGAT TGTATA AGTATG CA ACTA AG CTGA AGA A A A ACTGTA AG GA A ATA ACTGATA AG GA AT TG GACA AGA A A ATGA AG GAG CTG

G C C G C C GTCATGAG C GAC C CTGAC CTG GA A ACTGAGACTATGTG C CTC CAC GAC GAC GAGTC GTGTC G CTAC GA AG G G CA AGTC G CTGT T TAC CAG GATGTATAC G C G GT TGAC G GAC

C GACA AGTCTCTATCAC CA AG C CA ATA AG G GAGT TAGAGTC G C CTACTG GATAG G CT T TGACAC CAC C C CT T T TATGT T TA AGA ACT TG G CTG GAG CATATC CATCATACTCTAC CA ACTG

G G C C GAC GA A AC C GTGT TA AC G G CTC GTA ACATAG G C CTATG CAG CTCTGAC GT TATG GAG C G GTCAC GTAGAG G GATGTC CAT TCT TAGA A AGA AGTAT T TGA A AC CATC CA ACA ATGT

TCTAT TCTCTGT TG G CTC GAC CATCTAC CAC GAGA AGAG G GACT TACTGAG GAG CTG G CATCT TC C GTCTGTAT T TCACT TAC GTG G CA AG CA A A AT TACACATGTC G GTGTGAGACTATA

GT TAGT TG CGACG G GTACGTCGT TA A A AGA ATAG CTATCAGTCCAG G CCTGTATG G GA AG CCT TCAG G CTATG CTG CTACGATG CACCG CGAG G GAT TCT TGTG CTG CA A AGTGACAGAC

ACAT TGA AC G G G GAGAG G GTCTCT T T TC C C GTGTG CAC GTATGTG C CAG CTACAT TGTGTGAC CA A ATGACTG G CATACTG G CA ACAGATGTCAGTG C G GAC GAC G C G CA A A A ACTG CT

G GT TG G G CTCA ACCAG CGTATAGTCGTCA ACG GTCG CACCCAGAGA A ACACCA ATACCATGA A A A AT TACCT T T TG CCCGTAGTG G CCCAG G CAT T TG CTAG GTG G G CA A AG GA ATATA



AG GA AGATCA AGA AGATGA A AG G C CACTAG GACTAC GAGATAGACAGT TAGTCATG G G GTGT TGT TG G G CT T T TAGA AG G CACA AGATA ACATCTAT T TATA AG C G C C C G GATAC C CA A A

C CATCATCA A AGTGA ACAG C GAT T TC CACTCAT TC GTG CTG C C CAG GATAG G CAGTA ACACAT TG GAGATC G G G CTGAGA ACA AGA ATCAG GA A A ATGT TAGAG GAG CACA AG GAG C C G

TCAC CTCTCAT TAC C G C C GAG GAC GTACA AGA AG CTA AGTG C G CAG C C GATGAG G CTA AG GAG GTG C GTGA AG C C GAG GAGT TG C G C G CAG CTCTAC CAC CT T TG G CAG CTGATGT TG

AG GAG C C CACTCTG GAG G CAGAC GTC GACT TGATGT TACA AGAG G CTG G G G C C G G CTCAGTG GAGACAC CTC GTG G CT TGATA A AG GT TAC CAG CTAC GATG G C GAG GACA AGATC G G

CTCT TAC G CTGTG CT T TCTC C G CAG G CTGTACTCA AGAGTGA A A A AT TATCT TG CATC CAC C CTCTC G CTGA ACA AGTCATAGTGATA ACACACTCTG G C C GA A A AG G G C GT TATG C C GT

G GA ACCATACCATG GTA A AGTAGTG GTG CCAGAG G GACATG CA ATACCCGTCCAG GACT T TCA AG CTCTGAGTGA A AGTG CCACCAT TGTGTACA ACGA ACGTGAGT TCGTA A ACAG GTA

C CTG CAC CATAT TG C CACACATG GAG GAG C G CTGA ACACTGATGA AGA ATAT TACA A A ACTGTCA AG C C CAG C GAG CAC GAC G G C GA ATAC CTGTAC GACATC GACAG GA A ACAGTG C G

TCA AGA A AGA ACTAGTCACTG G G CTAG G G CTCACAG G CGAG CTG GTG GATCCTCCCT TCCATGA AT TCG CCTACGAGAGTCTGAGA ACACGACCAG CCG CTCCT TACCA AGTACCA ACC

ATAG G G GTGTATG G C GTG C CAG GATCAG G CA AGTCTG G CATCAT TA A A AG C G CAGTCAC CA A A A A AGATCTAGTG GTGAG C G C CA AGA A AGA A A ACTGTG CAGA A AT TATA AG G GAC GT

CA AGA A A ATGA A AG G G CTG GACGTCA ATG CCAGA ACTGTG GACTCAGTG CTCT TGA ATG GATG CA A ACACCCCGTAGAGACCCTGTATAT TGACGA AG CT T T TG CT TGTCATG CAG GTAC

TCTCAGAG C G CTCATAG C CAT TATA AGAC CTA A A A AG G CAGTG CTCTG C G G G GATC C CA A ACAGTG C G GT T T T T T TA ACATGATGTG C CTGA A AGTG CAT T T TA AC CAC GAGAT T TG CAC

ACA AGTCT TC CACA A A AG CATCTCTC G C C GT TG CACTA A ATCTGTGACT TC G GTC GTCTCA AC CT TGT T T TAC GACA A A A A A ATGAGA AC GAC GA ATC C GA A AGAGACTA AGAT TGTGAT

TGACACTACCG G CAGTACCA A ACCTA AG CAG GACGATCTCAT TCTCACT TGT T TCAGAG G GTG G GTGA AG CAGT TG CA A ATAGAT TACA A AG G CA ACGA A ATA ATGACG G CAG CTG CCTC

TCA AG G G CTGAC C C GTA A AG GTGTGTATG C C GT TC G GTACA AG GTGA ATGA A A ATC CTCTGTAC G CAC C CAC CTCAGA ACATGTGA AC GTC CTACTGAC C C G CAC G GAG GAC C G CATC G

TGTG GA A A ACACTAG C C G G C GAC C CATG GATA A A A ACACTGACTG C CA AGTAC C CTG G GA AT T TCACTG C CAC GATAGAG GAGTG G CA AG CAGAG CATGATG C CATCATGAG G CACATC

T TG GAGAGAC C G GAC C CTAC C GAC GTCT TC CAGA ATA AG G CA A AC GTGTGT TG G G C CA AG G CT T TAGTG C C G GTG CTGA AGAC C G CTG G CATAGACATGAC CACTGA ACA ATG GA ACA

CTGTG GAT TAT T T TGA A ACG GACA A AG CTCACTCAG CAGAGATAGTAT TGA ACCA ACTATG CGTGAG GT TCT T TG GACTCGATCTG GACTCCG GTCTAT T T TCTG CACCCACTGT TCCGT T

ATC CAT TAG GA ATA ATCACTG G GATA ACTC C C C GTC G C CTA ACATGTAC G G G CTGA ATA A AGA AGTG GTC C GTCAG CTCTCTC G CAG GTAC C CACA ACTG C CTC G G G CAGT TG C CACTG

GA AGAGTCTATGACATGA ACACTG GTACACTG C G CA AT TATGATC C G C G CATA A AC CTAGTAC CTGTA A ACAGA AGACTG C CTCATG CT T TAGTC CTC CAC CATA ATGA ACAC C CACAGAG

TGACT T T TCT TCAT TCGTCAG CA A AT TGA AG G G CAGA ACTGTCCTG GTG GTCG G G GA A A AGT TGTCCGTCCCAG G CA A A ATG GT TGACTG GT TGTCAGACCG G CCTGAG G CTACCT TCA

GAG CTCG G CTG GAT T TAG G CATCC CAG GTGATGTG CCCA A ATATGACATA ATAT T TGT TA ATGTGAG GACCCCATATA A ATACCATCACTATCAG CAGTGTGA AGAC CATG CCAT TA AG CT T

AG CATGT TGAC CA AGA A AG CT TGTCTG CATCTGA ATC C C G G C G GA AC CTGTGTCAG CATAG GT TATG GT TAC G CTGACAG G G C CAG C GA A AG CATCAT TG GTG CTATAG C G C G G CAGT T

CA AGT T T TC C C G G GTATG CA A AC C GA A ATC CTCACT TGA AGAGAC G GA AGT TCTGT T TGTAT TCAT TG G GTAC GATC G CA AG G C C C GTAC G CACA AT TCT TACA AG CT T TCATCA AC CT T

GAC CA ACAT T TATACAG GT TC CAGACTC CAC GA AG C C G GATGTG CAC C CTCATATCATGTG GTG C GAG G G GATAT TG C CAC G G C CAC C GA AG GAGTGAT TATA A ATG CTG CTA ACAG CA A

AG GACA AC CTG G C G GAG G G GTGTG C G GAG C G CTGTATA AGA A AT TC C C G GA A AG CT TC GAT T TACAG C C GATC GA AGTAG GA A A AG C G C GACTG GTCA A AG GTG CAG CTA A ACATATC

AT TCATG C C GTAG GAC CA A ACT TCA ACA A AGT T TC G GAG GT TGA AG GTGACA A ACAGT TG G CAGAG G CT TATGAGTC CATC G CTA AGAT TGTCA AC GATA ACA AT TACA AGTCAGTAG C G

AT TC CACTGT TGTC CAC C G G CATCT T T TC C G G GA ACA A AGATC GACTA AC C CA ATCAT TGA AC CAT T TG CTGACAG CT T TAGACAC CACTGATG CAGATGTAG C CATATACTG CAG G GAC

A AGA A ATG G GA A ATGACTCTCA AG GA AG CAGTG G CTAG GAGAGA AG CAGTG GAG GAGATATG CATATC C GAC GACTCT TCAGTGACAGA AC CTGATG CAGAG CTG GTGAG G GTG CATC C

GA AGAGT TCT T TG G CTG GA AG GA AG G G CTACAG CACA AG C GATG G CA A A ACT T TCTCATAT T TG GA AG G GAC CA AGT T TCAC CAG G C G G C CA AG GATATAG CAGA A AT TA ATG C CATGT

G G CCCGT TG CA ACG GAG G CCA ATGAG CAG GTATG CATGTATATCCTCG GAGA A AG CATGAG CAGTAT TAG GTCGA A ATG CCCCGTCGA AGAGTCG GA AG CCTCCACACCACCTAG CACG

CTG C CT TG CT TGTG CATC CATG C CATGACTC CAGA A AGAGTACAG C G C CTA A A AG C CTCAC GTC CAGA ACA A AT TACTGTGTG CTCATC CT T TC CAT TG C C GA AGTATAGA ATCACTG GT

GTG CAGA AGATCCA ATG CTCCCAG CCTATAT TGT TCTCACCGA A AGTG CCTG CGTATAT TCATCCA AG GA AGTATCTCGTG GA A ACACCACCG GTAGACGAGACTCCG GAG CCATCG G CA

GAGA AC CA ATC CACAGAG G G GACAC CTGA ACA AC CAC CACT TATA AC C GAG GATGAGAC CAG GACTAGA AC G C CTGAG C C GATCATCATC GA AGAG GA AGA AGAG GATAG CATA AGT T T

G CTGTCAGATG G C C C GAC C CAC CAG GTG CTG CA AGTC GAG G CAGACAT TCAC G G G C C G C C CTCTGTATCTAG CTCATC CTG GTC CAT TC CTCATG CATC C GACT T TGATGTG GACAGT T

TATC CATACT TGACAC C CTG GAG G GAG CTAG C GTGAC CAG C G G G G CA AC GTCAG C C GAGACTA ACTCT TACT TC G CA A AGAGTATG GAGT T TCTG G C G C GAC C G GTG C CTG C G C CTC G

A ACAGTAT TCAG GA ACCCTCCACATCCCG CTCCG CG CACA AGA ACACCGTCACT TG CACCCAG CAG G G CCTG CTCGAGA ACCAG CCTAGT T TCCACCCCG CCAG G CGTGA ATAG G GTG

ATCACTAGAGAG GAG CTC GAG G C G CT TAC C C C GTCAC G CACTC CTAG CAG GTC G GTCTC GAGA AC CAG C CTG GTCTC CA AC C C G C CAG G C GTA A ATAG G GTGAT TACA AGAGAG GAGT

T TGAG G C GT TC GTAG CACA ACA ACA ATGAC G GT T TGATG C G G GTG CATACATCT T T TC CTC C GACAC C G GTCA AG G G CAT T TACA ACA A A A ATCAGTA AG G CA A AC G GTG CTATC C GA A

GTG GTGT TG GAGAG GAC C GA AT TG GAGAT T TC GTATG C C C C G C G C CTC GAC CA AGA A A A AGA AGA AT TACTAC G CA AGA A AT TACAGT TA A ATC C CACTC CAG CTA ACAGA AG CAGATA

C CAGTC CAG GA AG GTG GAGA ACATGA A AG C CATA ACAG CTAGAC GTAT TCTG CA AG G C CTAG G G CAT TAT T TGA AG G CAGA AG GA A A AGTG GAGTG CTAC C GA AC C CTG CATC CTGT TC

CT T TGTAT TCATCTAGTGTGA ACCGTG CCT T T TCA AG CCCCA AG GTCG CAGTG GA AG CCTGTA ACG CCATGT TGA A AGAGA ACT T TCCGACTGTG G CT TCT TACTGTAT TAT TCCAGAGTA

CGATG CCTAT T TG GACATG GT TGACG GAG CT TCATG CTG CT TAGACACTG CCAGT T T T TG CCCTG CA A AG CTG CG CAG CT T TCCA A AGA A ACACTCCTAT T TG GA ACCCACA ATACGATC

G G CAGTG CCT TCAG CGATCCAGA ACACG CTCCAGA ACGTCCTG G CAG CTG CCACA A A A AGA A AT TG CA ATGTCACG CA A ATGAGAGA AT TG CCCGTAT TG GAT TCG G CG G CCT T TA ATG

TG GA ATG CT TCA AGA A ATATG C GTGTA ATA ATGA ATAT TG G GA A AC GT T TA A AGA A A AC C C CATCAG G CT TACTGA AGA A A AC GTG GTA A AT TACAT TAC CA A AT TA A A AG GAC CA A A AG C

TG CTG CTCT T T T TG CGA AGACACATA AT T TGA ATATGT TG CAG GACATACCA ATG GACAG GT T TGTA ATG GACT TA A AGAGAGACGTGA A AGTGACTCCAG GA ACA A A ACATACTGA AGA A

C G G C C CA AG GTACAG GTGATC CAG G CTG C C GATC C G CTAG CA ACAG C GTATCTGTG C G GA ATC CAC C GAGAG CTG GT TAG GAGAT TA A ATG C G GTC CTG CT TC C GA ACAT TCATACACT

GT T TGATATGTC G G CTGA AGACT T TGAC G CTAT TATAG C C GAG CACT TC CAG C CTG G G GAT TGTGT TCTG GA A ACTGACATC G C GTC GT T TGATA A A AGTGAG GAC GAC G C CATG G CTCT

GAC C G C GT TA ATGAT TCTG GA AGACT TAG GTGTG GAC G CAGAG CTGT TGAC G CTGAT TGAG G C G G CT T TC G G C GA A AT T TCATCA ATACAT T TG C C CACTA A A ACTA A AT T TA A AT TC G G

AG CCATGATGA A ATCTG GA ATGT TCCTCACACTGT T TGTGA ACACAGTCAT TA ACAT TGTA ATCG CA AG CAGAGTGT TGAGAGA ACG G CTA ACCG GATCACCATGTG CAG CAT TCAT TG GA

GATGACA ATATC GTGA A AG GAGTCA A ATC G GACA A AT TA ATG G CAGACAG GTG C G C CAC CTG GT TGA ATATG GA AGTCA AGAT TATAGATG CTGTG GTG G G C GAGA A AG C G C CT TAT T TC

TGTG GAG G GT T TAT T T TGTGTGACTC C GTGAC C G G CACAG C GTG C C GTGTG G CAGAC C C C CTA A A A AG G CTGT T TA AG CT TG G CA A AC CTCTG G CAG CAGAC GATGA ACATGATGATGA

CAG GAGA AG G G CAT TG CATGA AGAGTCA ACACG CTG GA ACCGAGTG G GTAT TCT T TCAGAG CTGTG CA AG G CAGTAGA ATCA AG GTATGA A ACCGTAG GA ACT TCCATCATAGT TATG G C

CATGACTACTCTAG CTAG CAGTGT TA A ATCAT TCAG CTACCTGAGAG G G G CCCCTATA ACTCTCTACG G CTA ACCTGA ATG GACTACGACATAGTCTAGTCCG CCA AG CA AG
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