
G CAGAG GA AC C C CTAGTGATG GAGT TG G C CACTC C CTCTCTG C G C G CTC G CTC G CTCACTGAG G C C G G G C GAC CA A AG GTC G C C C GAC G C C C G G G CT T TG C C C G G G C G G C CTCAGT

GAG C GAG C GAG C G C G CAG CTG C CTG CAG G G G C G C CTGATG C G GTAT T T TCTC CT TAC G CATCTGTG C G GTAT T TCACAC C G CATATG GTG CACTCTCAGTACA ATCTG CTCTGATG C C G

CATAGT TA AG C CAG C C C C GACAC C C G C CA ACAC C C G CTGAC G C G C C CTGAC G G G CT TGTCTG CTC C C G G CATC C G CT TACAGACA AG CTGTGAC C GTCTC C G G GAG CTG CATGTGTC

AGAG GT T T TCAC C GTCATCAC C GA A AC G C G C GAGAC GA A AG G G C CTC GTGATAC G C CTAT T T T TATAG GT TA ATGTCATGATA ATA ATG GT T TCT TAGAC GTCAG GTG G CACT T T TC G G G

GA A ATGTG CG CG GA ACCCCTAT T TGT T TAT T T T TCTA A ATACAT TCA A ATATGTATCCG CTCATGAGACA ATA ACCCTGATA A ATG CT TCA ATA ATAT TGA A A A AG GA AGAGTATGAGTAT TC

A ACAT T TC C GTGTC G C C CT TAT TC C CT T T T T TG C G G CAT T T TG C CT TC CTGT T T T TG CTCAC C CAGA A AC G CTG GTGA A AGTA A A AGATG CTGA AGATCAGT TG G GTG CAC GAGTG G GT

TACATC GA ACTG GATCTCA ACAG C G GTA AGATC CT TGAGAGT T T TC G C C C C GA AGA AC GT T T TC CA ATGATGAG CACT T T TA A AGT TCTG CTATGTG G C G C G GTAT TATC C C GTAT TGAC

G C C G G G CA AGAG CA ACTC G GTC G C C G CATACACTAT TCTCAGA ATGACT TG GT TGAGTACTCAC CAGTCACAGA A A AG CATCT TAC G GATG G CATGACAGTA AGAGA AT TATG CAGTG CT

G C CATA AC CATGAGTGATA ACACTG C G G C CA ACT TACT TCTGACA AC GATC G GAG GAC C GA AG GAG CTA AC C G CT T T T T TG CACA ACATG G G G GATCATGTA ACTC G C CT TGATC GT TG

G GA ACCG GAG CTGA ATGA AG CCATACCA A ACGACGAG CGTGACACCACGATG CCTGTAG CA ATG G CA ACA ACGT TG CG CA A ACTAT TA ACTG G CGA ACTACT TACTCTAG CT TCCCG G C

A ACA AT TA ATAGACTG GATG GAG G CG GATA A AGT TG CAG GACCACT TCTG CG CTCG G CCCT TCCG G CTG G CTG GT T TAT TG CTGATA A ATCTG GAG CCG GTGAG CGTG G GTCTCG CG GT

ATCAT TG CAG CACTG G G G C CAGATG GTA AG C C CTC C C GTATC GTAGT TATCTACAC GAC G G G GAGTCAG G CA ACTATG GATGA AC GA A ATAGACAGATC G CTGAGATAG GTG C CTCACTG

AT TA AG CAT TG GTA ACTGTCAGAC CA AGT T TACTCATATATACT T TAGAT TGAT T TA A A ACT TCAT T T T TA AT T TA A A AG GATCTAG GTGA AGATC CT T T T TGATA ATCTCATGAC CA A A ATC

CCT TA ACGTGAGT T T TCGT TCCACTGAG CGTCAGACCCCGTAGA A A AGATCA A AG GATCT TCT TGAGATCCT T T T T T TCTG CG CGTA ATCTG CTG CT TG CA A ACA A A A A A ACCACCG CTA

C CAG C G GTG GT T TGT T TG C C G GATCA AGAG CTAC CA ACTCT T T T TC C GA AG GTA ACTG G CT TCAG CAGAG C G CAGATAC CA A ATACTGT TCT TCTAGTGTAG C C GTAGT TAG G C CAC CA

CT TCA AGA ACTCTGTAG CAC C G C CTACATAC CTC G CTCTG CTA ATC CTGT TAC CAGTG G CTG CTG C CAGTG G C GATA AGTC GTGTCT TAC C G G GT TG GACTCA AGAC GATAGT TAC C G GA

TA AG G C G CAG C G GTC G G G CTGA AC G G G G G GT TC GTG CACACAG C C CAG CT TG GAG C GA AC GAC CTACAC C GA ACTGAGATAC CTACAG C GTGAG CTATGAGA A AG C G C CAC G CT TC C

C GA AG G GAGA A AG G C G GACAG GTATC C G GTA AG C G G CAG G GTC G GA ACAG GAGAG C G CAC GAG G GAG CT TC CAG G G G GA A AC G C CTG GTATCT T TATAGTC CTGTC G G GT T TC G C CA

C CTCTGACT TGAG C GTC GAT T T T TGTGATG CTC GTCAG G G G G G C G GAG C CTATG GA A A A AC G C CAG CA AC G C G G C CT T T T TAC G GT TC CTG G C CT T T TG CTG G C CT T T TG CTCACATG

T TCT T TC CTG C GT TATC C C CTGAT TCTGTG GATA AC C GTAT TAC C G C CT T TGAGTGAG CTGATAC C G CTC G C C G CAG C C GA AC GAC C GAG C G CAG C GAGTCAGTGAG C GAG GA AG C G G

A AGAG C G C C CA ATAC G CA A AC C G C CTCTC C C C G C G C GT TG G C C GAT TCAT TA ATG CAG CTG G CAC GACAG GT T TC C C GACTG GA A AG C G G G CAGTGAG C G CA AC G CA AT TA ATGTGA

GT TAG CTCACTCAT TAG G CACCCCAG G CT T TACACT T TATG CT TCCG G CTCGTATGT TGTGTG GA AT TGTGAG CG GATA ACA AT T TCACACAG GA A ACAG CTATGACCATGAT TACG CCA A

G CT TG CATG C C CTG CAG G CAG CTG C G C G CTC G CTC G CTCACTGAG G C C G C C C G G G CA A AG C C C G G G C GTC G G G C GAC CT T TG GTC G C C C G G C CTCAGTGAG C GAG C GAG C G C G CA

GAGAG G GAGTG G C CA ACTC CATCACTAG G G GT TC CTGACAT TGAT TAT TGACTAGT TAT TA ATAGTA ATCA AT TAC G G G GTCAT TAGT TCATAG C C CATATATG GAGT TC C G C GT TACATA A

CT TAC G GTA A ATG G C C C G C CTG G CTGAC C G C C CA AC GAC C C C C G C C CAT TGAC GTCA ATA ATGAC GTATGT TC C CATAGTA AC G C CA ATAG G GACT T TC CAT TGAC GTCA ATG G GTG GA

GTAT T TAC G GTA A ACTG C C CACT TG G CAGTACATCA AGTGTATCATATG C CA AGTAC G C C C C CTAT TGAC GTCA ATGAC G GTA A ATG G C C C G C CTG G CAT TATG C C CAGTACATGAC CT TA

TG G GACT T TC CTACT TG G CAGTACATCTAC GTAT TAGTCATC G CTAT TAC CATG GTGATG C G GT T T TG G CAGTACATCA ATG G G C GTG GATAG C G GT T TGACTCAC G G G GAT T TC CA AGTC

TC CAC C C CAT TGAC GTCA ATG G GAGT T TGT T T TG G CAC CA A A ATCA AC G G GACT T TC CA A A ATGTC GTA ACA ACTC C G C C C CAT TGAC G CA A ATG G G C G GTAG G C GTGTAC G GTG G GA

G GTCTATATA AG CAGAG CTC

Product Information Sheet

ENFINIA™ Plasmid DNA
Elegen pAAV2-CMV-AMP Standard Vector

FEATURES

SEQUENCE

3ʼ Flanking Sequence GCAGAGGA ACCCCTAGTGATGGAGT

5ʼ Flanking Sequence TGGGAGGTCTATATA AGCAGAGCTC

Origin of Replication ColE1

Resistance Marker AMP

Max Insert Length 14643 bp

Backbone Length 3357 bp
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Custom Insert Goes Here

pAAV_CMV_Amp

3,357 bp
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